Variant Proportions, National Data

Use the controls to focus on a specific region and/or 1-week interval
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Source: https://covid.cdc.gov/covid-data-tracker/#variant-proportions
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United States: 4/17/2022 — 4/23/2022 NOWCAST

USA

WHO label Lineage # US Class  %Total 95%PI

Omicron  BA.2 VOC 68.1% 61.3-74.2%
BA.2.12.1 VOC 28.7% 22.3-36.0%
BA.1.1 VOC 2.8%  2.3-3.3%
B.1.1.529 VOoC 0.2%  0.1-0.3%

Delta B.1.617.2 VBM  0.0%  0.0-0.0%

Other Other* 0.2%  0.1-0.6%

*  Enumerated lineages are US VOC and lineages circulating above 1%
nationally in at least one week period. "Other” represents the aggregation of
lineages which are circulating <1% nationally during all weeks displayed.

**  These data include Nowcast estimates, which are modeled projections that
may differ from weighted estimates generated at later dates

#  AY.1-AY.133 and their sublineages are aggregated with B.1.617.2. BA.1,
BA. 3, BA.4, BA.5 and their sublineages (except BA.1.1 and its sublineages) are
aggregated with B.1.1.529. For regional data, BA.1.1 and its sublineages are also
aggregated with B.1.1.529, as they currently cannot be reliably called in each
region. Except BA.2.12.1, BA.2 sublineages are aggreagated with BA.2.



Variant Proportions, Region 6

Use the controls to focus on a specific region and/or 1-week interval
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* Enumerated lineages are US VOC and lineages circulating above 1%
-~ nationally in at least one week period. "Other” represents the aggregation of
10% g lineages which are circulating <1% nationally during all weeks displayed.
g **  These data include Nowcast estimates, which are modeled projections that

may differ from weighted estimates generated at later dates

# AY.1-AY.133 and their sublineages are aggregated with B.1.617.2. BA.1,
BA.3, BA. 4, BA.5 and their sublineages (except BA.1.1 and its sublineages) are
aggregated with B.1.1.529. For regional data, BA.1.1 and its sublineages are also
aggregated with B.1.1.529, as they currently cannot be reliably called in each
region. Except BA.2.12.1, BA.2 sublineages are aggreagated with BA.2.
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Omicron

BA.2.12.1

BA.11

B.1.1.529

Delta B.1.617.2

Other Other*

Reqional proportions from specimens
collected the week ending 4/23/2022.

US Territories not shown are included in
HHS regions:

PR, VI - Region 2

AS FM, GU, MH, MP, PW - Region 9
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Lineages called using pangolin v4.0.5 and pangolin-data v1.3.
Lineage BA.1.1 and its sublineages are aggregated with B.1.1.529 at the regional level as they currently cannot be reliably called in each Updated April 26, 2022

region.



Est. prevalence over the last 60 days
Data From the

Last 60 Days
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SARS-CoV-2 (hCoV-19)
sequencingis not a
random sample of
mutations. As a result,
this report does not
indicate the true
prevalence of the
mutations but rather our
best estimate now.




